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**************************************************************************** 

Release 2 . ID John F. Collins, Biocomputing Research Unit. 
Copyright (c) 1993, 1994, 1995 University of Edinburgh, U.K. 
Distribution rights by IntelliGenetics , Inc. 

MPsrch_pp protein - protein database search, using Smith -Waterman algorithm 

Run on: Tue Jan 21 18:53:19 1997; MasPar time 9.31 Seconds 

431.491 Million cell updates/sec 

Tabular output not generated. 



Title: 

Description: 
Perfect Score: 
Sequence : 

Scoring table : 



Searched : 



>US-08-469-637-2 

(1-390) from US08469637 . pep (1 of 2) 
2927 

1 MNKLLCC ALVFLD I S I KWTT VPSQLHNVQIVSEVIFRNDR 3 90 

PAM 150 
Gap 11 

88003 seqs, 10295656 residues 



Post-processing: Minimum Match 0% 

Listing first 45 summaries 



Database : 



Statistics : 



a-geneseq2 5 

l:partl 2:part2 3:part3 4:part4 5:part5 6:part6 7:part7 
8:part8 9:part9 10:partl0 ll:partll 12:partl2 13:partl3 
14:partl4 15:partl5 16:partl6 17:partl7 18:partl8 

Mean 33.868; Variance 136.639; scale 0.248 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 



Result Query 

No. Score Match Length DB ID 



Description 



Pred. No. 



1 405 13.8 183 15 R77421 BamTP delta53 nerve g 1.35e-28 

2 405 13.8 461 2 R11001 40kD TNF inhibitor pr 1.35e-28 
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